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Bacterial community structure and biodiversity of CANON
reactor at room temperature
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100124 Beijing, China)

Abstract ; To investigate bacterial community structure and biodiversity of a CANON reactor that was operated
stably at room temperature, total DNA was extracted from the biofilm for PCR-DGGE analysis. The results of
microbial community analysis showed that the ammonia oxidizing bacteria Nitrosomonas and Nitrosospira,
together with the anaerobic ammonia oxidizing bacteria Candidatus Brocadia and Candidatus Kuenenia were
detected as the functional bacteria while nitrite-oxidizing bacteria ( NOB) was not found in the CANON
system, and the biodiversity of AOB was significantly higher than anammox bacteria. Besides, some other
bacteria like Shewanella, Pseudomonas, Ignatzschineria, Dechloromonas and some uncultured bacterium
related to Clostridia, a-Proteobacteria and Bacillales also existed in the reactor.
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1 Shewanella sp. B200 96 FN295772 Shewanella y-Proteobacteria
2 Nitrosomonas europaea 100 GQ451713 Nitrosomonas B-Proteobacteria
3 Uncultured bacterium 97 DQ478750 Pasteuria Bacillales
4 Shewanella sp. 98 G(988720 Shewanella vy-Proteobacteria
5 Candidatus Brocadia 98 JF487828 Candidatus Brocadia Planctomycetia
6 Pseudomonas brassicacearum sp. 99 JQ681232 Pseudomonas y-Proteobacteria
7 Microbulbifer sp. ABABA 211 99 AB500895 Microbulbifer y-Proteobacteria
8 Candidatus Brocadia fulgida 96 EU478693 Candidatus Brocadia Planctomycetia
9 Ignatzschineria indica 98 HQ823562 Ignatzschineria y-Proteobacteria
10 Dechloromonas sp. RCB 96 AY032610 Dechloromonas B-Proteobacteria
11 Uncultured bacterium 99 FM174336 Nitrosomonas B-Proteobacteria
12 Candidatus Brocadia 97 JF487828 Candidatus Brocadia Planctomycetia
13 Uncultured bacterium clone Rap25 93 EF192905 Sphingobium a-Proteobacteria
14 Shewanella sp. B200 98 FN295772 Shewanella y-Proteobacteria
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i 1414 5 I8 B b i Ay BU IR TR S
(Shewanella) EATRE AR A, RO g
AFAEE RSN 8 (Pseudomonas) (5571 6,
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— Nitrosospira sp.
0.02

El4 CANON Z%iH AOB RS X B
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