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The identification of a strain of photosynthetic bacteria and
its effect in treating soybean wastewater

LU Hai-feng, ZHANG Guang-ming, HE Chun-hua

(School of Municipal and Environmental Engineering, Harbin Institute of Technology,

150090 Harbin, China, zgm200@ 126.com)

Abstract; This paper studied the physiological and biochemical characteristics of a new strain of photosynthet-
ic bacteria isolated from soil in details, identified its belonging, and used it to treat artificial soybean
wastewater and reclaim resources. Results showed that the strain belonged to Rhodopseudomonas sphaeroides,
and was named Z08. For treating wastewater with COD of 8 000—12 000 mg - L' under 26-28 °C , the opti-
mal dose of PSB was 160-400 mg - L™'; COD removal reached 85% after 72 h. Various oxygen—light condi-
tions were examined, and the best one was found to be natural light—micro oxygen condition. Under this condi-
tion, COD removal reached 73. 5% and biomass reached 2 125 mg + L' after 72 h treatment. The optimal con-
dition of Z08 treating soybean wastewater was as follows ; natural light and micro oxygen condition, Z08 dose of
160-400 mg + L', and hydraulic retention time of 72 h.
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Rhodobacter sphaeroides IFO 12203 (D16425) 554H
APE S 100%. 7T LA B 2 o 2K 3 47 s T
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Target bacteria 16S rDNA sequence

Rhodobacter sphaeroides KD131 (CPO01151)

Rhodobacter sphaeroides ATCC 17029 (CP0O0578)

Rhodobacter sphaeroides IFO 12203 (D16425)

Rhodobacter sphaeroides SKO11 (EU410423)
Rhodobacter sphaerodides DB803 (FJ545654)
Rhodobacter aflfagellaturmn JA194T (AM421024)
r Rhodobacter azotoformans SA16 (D70847)
Rhodobacter sphaerodies ATTCC 17025 (CPO0661)
Rhodobacter capsulatus ATCC 11166 (D168428)

Rhodobacter blasticus ATTCC 33485 (D16429)

| Rhodobacter veldkampii (D16421)

0.02

Rhodovulum sulifdophilum W4 (NRO25846)

|
I— Rhodovulum strictum MB-G2 (NR025845)
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